As part of an initiative to assemble and synthesize mercury (Hg) data from environmental matrices across northeastern North America, we analyzed a large dataset comprised of 15,305 records of fish tissue Hg data from 24 studies from New York State to Newfoundland. These data were summarized to provide mean Hg concentrations for 40 fish species and associated families. Detailed analyses were carried out using data for 13 species. Hg in fishes varied by geographic area, waterbody type, and waterbody. The four species with the highest mean Hg concentrations were muskellunge (Esox masquinongy), walleye (Sander vitreus), white perch (Morone americana), and northern pike (Esox luscius). Several species displayed elevated Hg concentrations in reservoirs, relative to lakes and rivers. Normalized deviations from mean tissue levels for yellow perch (Perca flavescens) and brook trout (Salvelinus fontinalis) were mapped, illustrating how Hg concentrations in these species varied across northeastern North America. Certain geographic regions showed generally below or above-average Hg concentrations in fish, while significant heterogeneity was evident across the landscape. The proportion of waterbodies exhibiting exceedances of USEPA's criterion for fish methylmercury ranged from 14% for standard-length brook trout fillets to 42% for standard-length yellow perch fillets. A preliminary correlation analysis showed that fish Hg concentrations were related to waterbody acidity and watershed size.
Introduction
The global consequences of atmospheric mercury (Hg) deposition resulting from anthropogenic emissions are becoming increasingly clear. Mercury is found in virtually all environmental matrices (USEPA, 1997; United Nations Environmental Programme, 2002) , including air (Scherbatskoy et al., 1999) , wetland soils (Norton et al., 1997) , terrestrial vascular plants (Rea et al., 2002) , and terrestrial biota (United Nations Environmental Programme 2002; Rimmer et al., 2005) . Hg emissions from anthropogenic and natural sources in North America and other continents are well understood to enter the global Hg pool (Pacyna and Pacyna, 2002) , depositing in areas worldwide (Lindberg et al., 2002; Biester et al., 2002) . Aquatic ecosystems serve as sensitive receptors for deposited Hg. In aquatic ecosystems, biotic and abiotic methlyation increases the bioavailability and toxicity of Hg (Regnell, 1994; DiPasquale et al., 2000) , which then biomagnifies from algae and bacteria to zooplankton (Chen et al., 2000; Pickhardt et al., 2002) , fishes (USEPA, 1997; Verdon and Tremblay, 1999) , and ultimately to piscivorous wildlife (Evers et al., 2002) and humans (National Academy of Sciences, 2000) . In response to this pattern, state, provincial and federal government agencies in North America, particularly in the northeast USA and eastern Canada expend significant resources controlling Hg discharges to the environment, by regulating Hg emissions from waste incineration and releases through the disposal of Hg-bearing products (e.g., Northeast States for Coordinated Air Use Management, 2003; Vermont Advisory Committee on Hg Pollution, 2004) .
Fish are probably the most well-studied ecosystem component with regards to Hg concentration and bioaccumulation. Indeed, the United States and Canada have adopted federal advisories warning against excessive consumption of certain Hg-tainted fishes (Health Canada, 2002; United States Food and Drug Administration, 2004) . Hg accumulation in freshwater fish is influenced by several factors, including fish size (USEPA, 1997), waterbody pH, dissolved organic carbon, and watershed characteristics (e.g., Mierle and Ingram, 1991; Spry and Wiener, 1991; Driscoll et al., 1994; Haines et al., 1994) , algal productivity (Pickhardt et al., 2002; Kamman et al., 2004) ; and zooplankton community structure (Chen et al., 2000 (Chen et al., , 2005 .
While most Canadian provinces and US states routinely analyze fish for Hg, these data are often not published. Accordingly, while numerous publications describe fish Hg specific to individual study areas or species, the body of scientific literature regarding fish Hg concentrations remains underrepresented, as the large datasets used by governments for issuing consumption advisories have not been systematically combined and evaluated.
The Northeast States Research Consortium (Evers and Clair, 2005) has sponsored the establishment of a northeast North American Hg workgroup to compile and analyze as large an assembly of Hg data as practical from a wide variety of environmental matrices, focused around freshwater ecosystems. Herein, we describe the fish tissue dataset assembled in conjunction with this initiative, spanning the entire NSRC study region (Evers and Clair, 2005) . We analyze these data by geographic region, waterbody type, and waterbodyspecific factors. In so doing, we provide a geographically-based synthesis of Hg in fish across the NSRC study area, and discuss the suitability of certain freshwater fish for use as indicators of aquatic Hg contamination. While other large regional or national datasets are in development (e.g., USEPA, 2001a) , to our knowledge, the analyses presented herein are the first to be published from such a large dataset (compiled from 24 different studies) describing fish Hg concentrations and variation at the subcontinental scale.
Methods

Source datasets
We assembled existing fish Hg databases from willing donors across all geographic regions of the NSRC study area, which is described by Evers and Clair (2005) . The fish tissue database spans the geographic range from 39.5 to 54.7 N latitude, and 53.9 to 79.5 W longitude (Fig. 1) . Monitoring programs that are carried out by provincial and state governments for the purpose of risk assessment provided the largest datasets. Datasets from random probability surveys conducted within the United States were also actively collected, as were
